
ST2 Tolerogenic Cistrome

Chr

VDR Peak 

Location

Distance to 

TSS Gene Name Gene Description

chr3 119298854 624 ADPRH ADP-ribosylarginine hydrolase

chr15 86205463 42332 AKAP13 A kinase (PRKA) anchor protein 13

chr11 43942320 124 ALKBH3-AS1 ALKBH3 antisense RNA 1

chr8 42013206 2792 AP3M2 adaptor-related protein complex 3, mu 2 subunit

chr11 13237973 -61251 ARNTL aryl hydrocarbon receptor nuclear translocator-like

chr21 11086283 12592 BAGE4 B melanoma antigen family, member 4

chr20 52732634 -45380 BCAS1 breast carcinoma amplified sequence 1

chr22 23562953 40451 BCR breakpoint cluster region

chr2 228518292 -20306 C2orf83 chromosome 2 open reading frame 83

chr7 106193233 108351 CCDC71L coiled-coil domain containing 71-like

chr11 47537502 7988 CELF1 CUGBP, Elav-like family member 1

chr10 73734393 10323 CHST3 carbohydrate (chondroitin 6) sulfotransferase 3

chr16 81512699 -16205 CMIP c-Maf inducing protein

chr16 85858168 25045 COX4I1 cytochrome c oxidase subunit IV isoform 1

chr12 69394001 -37031 CPM carboxypeptidase M

chr15 64575547 72845 CSNK1G1 casein kinase 1, gamma 1

chr4 49652540 663931 CWH43 cell wall biogenesis 43 C-terminal homolog (S. cerevisiae)

chr10 94946526 112929 CYP26A1 cytochrome P450, family 26, subfamily A, polypeptide 1

chr4 9877348 94140 DRD5 dopamine receptor D5

chr10 112183596 -73979 DUSP5 dual specificity phosphatase 5

chr18 43589520 -42265 EPG5 ectopic P-granules autophagy protein 5 homolog (C. elegans)

chr5 65141602 -80730 ERBB2IP erbb2 interacting protein

chr12 11899107 96369 ETV6 ets variant 6

chr1 169574293 -18574 F5 coagulation factor V (proaccelerin, labile factor)

chr17 66576589 20456 FAM20A family with sequence similarity 20, member A

chr12 27106599 15344 FGFR1OP2 FGFR1 oncogene partner 2

chr3 171851729 93435 FNDC3B fibronectin type III domain containing 3B

chr9 85914500 32326 FRMD3 FERM domain containing 3

chr7 90966559 72826 FZD1 frizzled class receptor 1

chr1 209847349 -1271 G0S2 G0/G1 switch 2

chr15 90886854 5775 GABARAPL3 GABA(A) receptors associated protein like 3, pseudogene

chr10 121031005 63858 GRK5 G protein-coupled receptor kinase 5

chr1 156719680 1813 HDGF hepatoma-derived growth factor

chr2 177864486 -212886 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3

chr1 59559756 52673 HSD52 uncharacterized LOC729467

chr1 206970482 -1683 IL19 interleukin 19

chr1 154412759 35140 IL6R interleukin 6 receptor

chr11 17843692 86247 KCNC1 potassium voltage-gated channel, Shaw-related subfamily, member 1

chr9 115255765 6567 KIAA1958 KIAA1958

chr13 113954411 2992 LAMP1 lysosomal-associated membrane protein 1

chr1 31229794 839 LAPTM5 lysosomal protein transmembrane 5

chr8 29513429 92146 LINC00589 long intergenic non-protein coding RNA 589

chr12 90354588 251906 LINC00936 long intergenic non-protein coding RNA 936

chr1 95185561 100226 LINC01057 long intergenic non-protein coding RNA 1057

chr4 190523814 -56896 LINC01262 long intergenic non-protein coding RNA 1262

chr6 43884992 26277 LINC01512 long intergenic non-protein coding RNA 1512

chr15 58746604 22479 LIPC lipase, hepatic

chr5 126098367 -13898 LMNB1 lamin B1

chr14 65718089 -29074 LOC100128233uncharacterized LOC100128233

chr19 40120512 -8763 LOC100129935lectin, galactoside-binding, soluble, 14 pseudogene

chr11 112408700 17775 LOC387810 uncharacterized LOC387810

chr21 35348099 26919 LOC400863 uncharactered LOC400863

chr21 35348766 27586 LOC400863 uncharactered LOC400863

chr2 91764453 83472 LOC654342 lymphocyte-specific protein 1 pseudogene

chr9 113916663 -116348 LPAR1 lysophosphatidic acid receptor 1

chr19 18511527 -3162 LRRC25 leucine rich repeat containing 25

chr14 65623888 -54525 MAX MYC associated factor X

chr5 94559694 60535 MCTP1 multiple C2 domains, transmembrane 1

chr3 127474252 67423 MGLL monoglyceride lipase

chr11 95889723 -184829 MIR1260B microRNA 1260b

chr8 96083749 -1343 MIR3150A microRNA 3150a

chr10 118916673 10562 MIR3663 microRNA 3663

chr2 240239661 12554 MIR4269 microRNA 4269

chr2 89848671 736837 MIR4436A microRNA 4436a

chr12 110266193 -4910 MIR4497 microRNA 4497

chr17 25293490 327482 MIR4522 microRNA 4522

chr3 69826497 13585 MITF microphthalmia-associated transcription factor

chr14 23317576 11884 MMP14 matrix metallopeptidase 14 (membrane-inserted)

chr6 15897499 -231768 MYLIP myosin regulatory light chain interacting protein

chr17 59679005 -10492 NACA2 nascent polypeptide-associated complex alpha subunit 2
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chr9 95897081 -561 NINJ1 ninjurin 1

chr1 247575004 -4404 NLRP3 NLR family, pyrin domain containing 3

chr10 18916438 24078 NSUN6 NOP2/Sun domain family, member 6

chr10 125995637 111858 OAT ornithine aminotransferase

chr14 19036858 -340686 OR11H12 olfactory receptor, family 11, subfamily H, member 12

chr15 22344701 -23727 OR4M2 olfactory receptor, family 4, subfamily M, member 2

chr12 121652414 4800 P2RX4 purinergic receptor P2X, ligand-gated ion channel, 4

chr2 74733896 875 PCGF1 polycomb group ring finger 1

chr15 101986408 43729 PCSK6 proprotein convertase subtilisin/kexin type 6

chr20 1927316 46086 PDYN prodynorphin

chr5 139703759 -21120 PFDN1 prefoldin subunit 1

chr5 67630228 41882 PIK3R1 phosphoinositide-3-kinase, regulatory subunit 1 (alpha)

chr3 16924748 -1654 PLCL2 phospholipase C-like 2

chr18 57579224 12082 PMAIP1 phorbol-12-myristate-13-acetate-induced protein 1

chr20 47460892 -16522 PREX1 phosphatidylinositol-3,4,5-trisphosphate-dependent Rac exchange factor 1

chr14 61811863 23752 PRKCH protein kinase C, eta

chr10 89824684 201539 PTEN phosphatase and tensin homolog

chr14 52847268 66302 PTGER2 prostaglandin E receptor 2 (subtype EP2), 53kDa

chr9 132539449 -24155 PTGES prostaglandin E synthase

chr9 132523447 -8153 PTGES prostaglandin E synthase

chr8 27229478 46447 PTK2B protein tyrosine kinase 2 beta

chr2 131112517 -1013 PTPN18 protein tyrosine phosphatase, non-receptor type 18 (brain-derived)

chr18 12880194 4090 PTPN2 protein tyrosine phosphatase, non-receptor type 2

chr3 58321052 2485 PXK PX domain containing serine/threonine kinase

chr9 134503742 81437 RAPGEF1 Rap guanine nucleotide exchange factor (GEF) 1

chr4 40606732 25101 RBM47 RNA binding motif protein 47

chr22 32622754 -22086 RFPL2 ret finger protein-like 2

chr10 90030880 312152 RNLS renalase, FAD-dependent amine oxidase

chr21 36469568 -48023 RUNX1 runt-related transcription factor 1

chr10 76897504 26161 SAMD8 sterile alpha motif domain containing 8

chr10 120894741 30413 SFXN4 sideroflexin 4

chr5 171845116 36361 SH3PXD2B SH3 and PX domains 2B

chr1 2165754 5670 SKI SKI proto-oncogene

chr17 73307209 -21729 SLC25A19 solute carrier family 25 (mitochondrial thiamine pyrophosphate carrier), member 19

chr9 86986687 -3324 SLC28A3 solute carrier family 28 (concentrative nucleoside transporter), member 3

chr20 37048759 5169 SNORA71B small nucleolar RNA, H/ACA box 71B

chr8 22411326 2125 SORBS3 sorbin and SH3 domain containing 3

chr5 147391329 -52156 SPINK5 serine peptidase inhibitor, Kazal type 5

chr10 29976785 47895 SVIL supervillin

chr4 38179027 57502 TBC1D1 TBC1 (tre-2/USP6, BUB2, cdc16) domain family, member 1

chr21 10134812 -166268 TEKT4P2 tektin 4 pseudogene 2

chr21 32716713 214527 TIAM1 T-cell lymphoma invasion and metastasis 1

chr5 150473210 -6039 TNIP1 TNFAIP3 interacting protein 1

chr11 68846690 30390 TPCN2 two pore segment channel 2

chr21 10743623 247270 TPTE transmembrane phosphatase with tensin homology

chr8 126446918 2517 TRIB1 tribbles pseudokinase 1

chr12 104680316 -94 TXNRD1 thioredoxin reductase 1

chr15 70778744 215826 UACA uveal autoantigen with coiled-coil domains and ankyrin repeats

chr5 171788614 -77869 UBTD2 ubiquitin domain containing 2

chr10 17264496 4351 VIM-AS1 VIM antisense RNA 1

chr1 16292836 9741 ZBTB17 zinc finger and BTB domain containing 17


